Modulation of p53 gene expression in the intertidal copepod Tigriopus japonicus exposed to alkylphenols.
The copepod, Tigriopus japonicus has been recognized as an excellent marine model species for ecotoxicological studies. The present study cloned and characterized the p53 gene of this copepod and studied its expression pattern. We discovered that p53 expression patterns varied among different developmental stages of the copepod, having the highest expression in the adult. Such variation was possibly associated with the molting cycle. By using real-time RT-PCR, we further investigated the modulatory pattern of the p53 gene in the copepod after exposure to three alkylphenols (i.e. nonylphenol, octylphenol, and bisphenol A) which are known as endocrine disruption chemicals (EDCs). The results showed that the three alkylphenols significantly induced p53 gene expression in the copepod, indicating the involvement of p53 in such stress-responses. Thus, the copepod p53 gene provides one of the stress-response biomarkers for exposure to EDC-like compounds.